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ABSTRACT
The molecular mechanism of the monooxygenase (phenolase)
activity of type 3 copper proteins has been examined in detail both
in the model systems and in the enzymatic systems. The reaction
of a side-on peroxo dicopper(II) model compound (A) and neutral
phenols proceeds via a proton-coupled electron-transfer (PCET)
mechanism to generate phenoxyl radical species, which collapse
each other to give the corresponding C–C coupling dimer products.
In this reaction, a bis(µ-oxo)dicopper(III) complex (B) generated
by O–O bond homolysis of A is suggested to be a real active species.
On the other hand, the reaction of lithium phenolates (deproto-
nated form of phenols) with the same side-on peroxo dicopper(II)
complex proceeds via an electrophilic aromatic substitution mech-
anism to give the oxygenated products (catechols). The mechanistic
difference between these two systems has been discussed on the
basis of the Marcus theory of electron transfer and Hammett
analysis. Mechanistic details of the monooxygenase activity of
tyrosinase have also been examined using a simplified enzymatic
reaction system to demonstrate that the enzymatic reaction mech-
anism is virtually the same as that of the model reaction, that is,
an electrophilic aromatic substitution mechanism. In addition, the
monooxygenase activity of the oxygen carrier protein hemocyanin
has been explored for the first time by employing urea as an
additive in the reaction system. In this case as well, the ortho-
hydroxylation of phenols to catechols has been demonstrated to
involve the same ionic mechanism.

Introduction
Tyrosinase (EC 1.14.18.1), catechol oxidase (EC 1.10.3.1),
and hemocyanin are the members of the type 3 copper
protein family involving a magnetically coupled dinuclear
copper reaction center.1,2 Each copper ion is ligated by
three histidine imidazoles, holding molecular oxygen in
a side-on binding mode to give a (µ-η2:η2-peroxo)dicop-
per(II) complex (A) as the common active-oxygen species

(Chart 1).3–5 In spite of having the same side-on peroxo
dinuclear copper(II) species, however, these copper pro-
teins exhibit different chemical reactivity toward exog-
enous substrates. Namely, tyrosinase catalyzes ortho-
hydroxylation of phenols to the corresponding catechols,
so-called phenolase activity, as well as dehydrogenation
of catechols to the corresponding o-quinones, which is
called catecholase activity (Scheme 1).1,2 o-Quinone for-
mation from tyrosine is the initial step for the synthesis
of melanin pigments in nature.6 On the other hand,
catechol oxidase exhibits only catecholase activity without
showing the monooxygenase activity.4 Furthermore,
hemocyanin has only the reversible dioxygen binding
ability, thus acting as the oxygen storage and carrier
protein of mollusks and arthropods.1,2,5 These differences
in the chemical reactivity among the type 3 copper
proteins can be attributed to the different architectures
of the enzyme active sites as in the case of heme proteins
which dictate a wide variety of functions at similar
iron–porphyrin reaction centers.7 The chemical reactivity
of the metalloproteins is thereby controlled by the ar-
rangement of amino acid side chains in the active sites.

Scheme 2 shows a proposed catalytic mechanism of
tyrosinase. The native enzymatic reaction involves many
fundamental catalytic steps such as binding of dioxygen
to deoxy-tyrosinase [dicopper(I) form] to generate peroxo
species A (oxy-tyrosinase) (path a), association of the
substrate with oxy-tyrosinase (paths b and e), oxygen atom
transfer from A to the substrate to give catecholate product
(path c), and dehydrogenation of catechol to o-quinone
(paths d, f, and g).8 Among these processes, the oxygen-
ation of phenols by the peroxo species (path c) is most
attractive from the viewpoints of synthetic organic chem-
istry and catalytic oxidation chemistry. However, the
mechanism of the oxygen atom-transfer process has yet
to be fully clarified due to the complicated side reactions
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such as nonenzymatic transformation of the o-quinone
products to melanin pigments.6 Moreover, such side
reactions have precluded adaptation of the enzymatic
reaction (oxygenation of phenols to catechols) to synthetic
organic chemistry.

In this Account, we summarize our recent research
activity aiming at understanding the mechanistic details
of phenolase activity of tyrosinase (path c) both in the
model systems and in the enzymatic systems. Develop-
ment of a simplified catalytic system of tyrosinase by
prohibiting the melanin pigment formation process (side
reactions) has enabled us to perform direct comparison
of the mechanisms between the model reaction and the
enzymatic reaction. This provided profound insights into
the molecular mechanism of dioxygen activation chem-
istry at the dinuclear copper reaction centers. Further-
more, the monooxygenase activity of oxygen carrier
protein hemocyanin has been evaluated for the first time
to demonstrate that a small perturbation of the protein
matrix triggers the induction of different chemical func-
tions of the type 3 copper proteins.

Model Reactions
One of the greatest successes in bioinorganic chemistry
is the correct prediction of the active-oxygen species of
tyrosinase and hemocyanin by using simple model
compounds.1,2,9,10 Kitajima and his co-workers reported
the first crystal structure of the side-on peroxo dicopper(II)
complex (A) supported by hydrotris(pyrazolyl)borate
ligands.9 The spectroscopic features of the model com-
plexes matched well those of oxy-hemocyanin, strongly
suggesting the same side-on binding mode of the peroxo

ligand in the proteins.9,10 This was confirmed in 1994 by
the X-ray structural determination of oxy-hemocyanin
almost 5 years after the discovery of A in the model
systems.5a So far, the (µ-η2:η2-peroxo)copper(II) complexes
supported by a variety of tridentate N3 and bidentate N2

ligands have been reported to provide important informa-
tion about the effects of the ligand on the structure and
physicochemical properties of the peroxo complexes.11–14

C–C Coupling Reaction of Phenols. Reactions of the
peroxo complexes A and phenol derivatives have widely
been investigated in the model systems to gain insight into
the catalytic mechanism of tyrosinase.12,15,16 In most
cases, however, the reaction of A and neutral phenols
afforded C–C coupling dimer products (Scheme 3) rather
than the oxygenation product catechols.12,15,16 The results
clearly indicate that the reactions of neutral phenols and
the peroxo complex A involve phenolic O–H bond activa-
tion generating phenoxyl radical intermediates. The gen-
erated phenoxyl radical species spontaneously collapse
each other to give the C–C coupling dimer products. Then,
an important question arises; what is the major factor
controlling the reaction pathways between catechol for-

Scheme 2

Scheme 3
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mation (Scheme 1) and the C–C coupling reaction (Scheme
3)?

To address this issue, we have also investigated the
reactions of phenols with a (µ-η2:η2-peroxo)copper(II)
complex (A) supported by tridentate ligand LPy2 and also
with a bis(µ-oxo)dicopper(III) complex (B in Chart 2)
prepared by using bidentate ligand LPy1.16 To protect the
ligands from oxidative N-dealkylation of the ligand side
arm by the Cu2O2 species, the benzylic position of the
ligands is deuterated as shown in Chart 3.17,18

Treatment of para-substituted phenols p-X-C6H4OH
with the peroxo complex A supported by LPy2 at -80 °C
under anaerobic conditions gave the corresponding C–C
coupling dimer in ∼50% yields based on peroxo complex
A.16 This result clearly indicates that peroxo complex A
formally acts as a one-electron oxidant for ArOH to
produce an equimolar amount of ArO•, which spontane-
ously dimerizes to give the C–C coupling dimer product
in nearly 50% yields based on A. Figure 1 shows the plots
of log kA

2 (the second-order rate constant for the C–C
coupling reaction) against the E0

ox values of the phenol
substrates.16

The log kA
2 values increase with an increase in driving

force of electron transfer from phenols to A, i.e., with a
decrease in the E°ox values (Figure 1). According to the
Marcus theory of electron transfer [log k ) log Z - (F/
2.3RT)(E°ox - E°red)], a plot of log k versus the free energy
change of electron transfer (∆G°et), which is given by
F(E°ox - E°red), should be linear with a slope of -26.1 at
-80 °C, provided that the driving force of electron transfer
(-∆G°et) is much smaller than the reorganization energy
of electron transfer (λ).19 A plot of log kA

2 versus E°ox for
the one-electron oxidation of phenols by A afforded a
good linear correlation as expected for an electron transfer
reaction (part A in Figure 1).16 However, the absolute value
of the negative slope of the experimental data (-18.8 at
-80 °C) was somewhat smaller than that of the theoretical
value (-26.1 at -80 °C).16

The electron transfer from ArOH to A may be followed
by proton transfer from the resulting cation radical
intermediate ArOH•+ to an intermediate D [Cu2/O2]+ to
generate a phenoxyl radical ArO• and the product complex
E [Cu2/O(OH)]2+ (Scheme 4). Intermediate D is either a
(µ-oxo)(µ-oxyl radical)dicopper(II) or a bis(µ-oxo)dicop-

per(II,III). The phenoxyl radicals ArO• thus produced may
readily collapse each other to give the C–C coupling dimer
product in ∼50% yield based on A as experimentally
observed.

If the electron transfer from phenols to the peroxo
complex A in Scheme 4 were the rate-determining step,
followed by a fast proton-transfer step, the slope of the
Marcus plot in Figure 1 (part A) would be close to the
theoretical value of -26.1, when the electron transfer is
exergonic (when the free energy change of electron
transfer is negative).19 Thus, the smaller negative slope
of -18.8 observed in Figure 1 (part A) suggests that the
electron transfer from phenols to A is endergonic and
coupled with the proton transfer (PCET) as shown in
Scheme 4. This is supported by the observed kinetic
deuterium isotope effects on the second-order rate con-
stants kA

2 [kA
2(H)/kA

2(D) ) 1.2–1.6 depending on the
substrates].16 The distinct kinetic deuterium isotope effects
(1.2–1.6) clearly indicate that the electron transfer is
indeed coupled with proton transfer via a concerted
mechanism rather than a two-step mechanism. The
kA

2(H)/kA
2(D) values are significantly smaller than the

Chart 2

Chart 3

FIGURE 1. Plots of log kA
2, log kB

2, and log kC
2 against the oxidation

potentials (E°ox) of ArOH (1, 4-MeOC6H4OH; 2, 2,4-tBuC6H3OH; 3,
4-PhOC6H4OH; 4, 4-PhC6H4OH; 5, 4-tBuC6H4OH; 6, 4-MeC6H4OH; 7,
2,4,6-tBuC6H2OH; 8, 4-FC6H4OH; 9, 2,6-tBuC6H3OH; 10, 4-ClC6H4OH)
for the reactions of ArOH with (µ-η2:η2-peroxo)dicopper(II) complex
(A), bis(µ-oxo)dicopper(III) complex (B), and cumylperoxyl radical
(C) in acetone at -80 °C. Reproduced from ref 16. Copyright 2003
American Chemical Society.
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kinetic deuterium isotope effects observed in the hydrogen
atom-transfer reaction (HAT) from toluene and dihy-
droanthracene to permanganate (kH/kD ) 6 ( 1 and 3.0
( 0.6, respectively)20 but are nearly the same as that
reported for the concerted PCET reaction between gua-
nine and Ru(bpy)3

3+ (kH/kD ) 1.4).21 DFT studies by
Mayer and co-workers have also suggested that the
concerted PCET mechanism is more likely than the HAT
mechanism for the oxidation of a phenol to a phenoxyl
radical species.22

Oxidation of phenols by the bis(µ-oxo)dicopper(III)
complex B supported by LPy1 also proceeded under the
same experimental conditions to give the same C–C
coupling dimer product in nearly 50% yield.16 A plot of
log kB

2 versus E°ox for the oxidation of phenols by B in
Figure 1 (part B) also gave a good linear correlation with
virtually the same slope (-18.4) as that in the case of A.
Furthermore, kinetic deuterium isotope effect values
[kB

2(H)/kB
2(D) ) 1.2–1.5] were also nearly the same as those

of the reactions with A. These results clearly indicate that
electron transfer from phenols to B is also coupled with
the subsequent proton transfer (PCET) as in the case of A
(Scheme 4).

Cumylperoxyl radical Ph(CH3)2COO• (C) has been
demonstrated to act as a hydrogen atom acceptor in the
reaction with N,N-dimethylanilines, where a one-step
hydrogen atom-transfer (HAT) mechanism has been con-
firmed.23 In the reactions of the same series of phenols
with C, however, the log kC

2 values are rather constant
irrespective of the E°ox values (slope ) -0.95) as shown
in Figure 1 (part C). The weak rate dependence of log kC

2

on E°ox is similar to the case of the HAT reaction with
N,N-dimethylanilines.23 The contrasting results in Figure
1 (parts A and B vs part C) confirm that the electron-
transfer step is definitely involved in the oxidation of
phenols by the (µ-η2:η2-peroxo)dicopper(II) complex (A)
and the bis(µ-oxo)dicopper(III) complex (B).

The identical slope of the log k2 versus E°ox plots
between the reactions of A and B suggests that a common
active-oxygen species is involved in these reactions. In
such a case, bis(µ-oxo)dicopper(III) complex B may be the
actual active species, and the rate difference between the
two systems can be attributed to the difference in the
absolute concentration of B. Although the peroxo complex
A is the major species in the tridentate ligand system LPy2,
the actual reactive species bis(µ-oxo) complex B may exist
as a minor component in the rapid equilibrium between
them. This is consistent with the previous report that the
bis(µ-oxo)dicopper(III) complex B coexists as a minor

product when the (µ-η2:η2-peroxo)dicopper(II) complex
is prepared using 2-(2-pyridyl)ethylamine tridentate ligands
[(PyCH2CH2)2NR].24

Oxygenation of Phenolates to Catechols. In contrast
to the reaction of neutral phenols with the side-on peroxo
dicopper(II) complex A, the reaction of phenolates (depro-
tonated form of phenols) with A gave the oxygenated
product (catechols), where neither the corresponding
o-quinone derivative nor the C–C or C–O coupling dimer
was obtained.25,26 For example, the reactions of lithium
phenolates with various para substituents (X ) tBu, Me,
Br, Cl, F, COMe, or COOMe) and the (µ-η2:η2-peroxo)di-
copper(II) complex (A) supported by LPy2 gave the corre-
sponding catechols in fairly good yields (60–99%).26 The
isotope labeling experiments using 18O2 have confirmed
that the origin of the incorporated oxygen atom of the
catechol product is molecular oxygen.26 In contrast to
such efficient catechol formation with the peroxo complex
A, no catechol was formed when a bis(µ-oxo)dicopper(III)
complex B supported by LPy1 was employed under the
same experimental conditions.26

The reaction rate was first-order with respect to the
concentration of the peroxo complex A, and a plot of the
observed first-order rate constant kobs versus the substrate
concentration afforded a Michaelis–Menten type satura-
tion curve.26 This can be attributed to formation of a
complex between the substrate and the peroxo species A
prior to the oxygen atom-transfer reaction as illustrated
in Scheme 5.

The reactivity of the substrates increases with an
improvement in the electron donating ability of the para
substituent as seen in Table 1. Notably, a plot of log kox

versus E°ox (the one-electron oxidation potentials of
lithium phenolates) afforded a linear correlation with a
small negative slope of -2.8 at -94 °C. The absolute value
of the slope is significantly smaller than that (-18.8) of a

Scheme 5

Table 1. Formation Constants (Kf) and Rate
Constants (kox) for the Reactions between

[CuII
2(LPy2)2(µ-O2)](PF6)2 and p-X-C6H4OLi in

Acetone at -94 °C
X Kf (M-1) kox (s-1)

tBu –a –a

Me –a –a

Br 465 0.93
Cl 570 0.76
F 948 0.63
COMe 493 0.086
COOMe 940 0.083

a Too fast to be determined accurately.
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similar plot (log kA
2 vs E°ox) for the C–C coupling reaction

of neutral phenols involving an electron-transfer step
(Figure 1, part A). The value is, on the other hand, larger
than that (-0.95) of the HAT reaction of phenols with
cumylperoxyl radical (C) (Figure 1, part C). These results
may suggest that the oxygenation reaction of phenolate
by the side-on peroxo complex A involves neither electron
transfer nor hydrogen atom transfer but proceeds via an
ionic mechanism such as an electrophilic aromatic sub-
stitution mechanism as illustrated in Scheme 6. In this
case, the C–O bond formation (the first process in Scheme
6) is the rate-determining step, and the subsequent proton
migration from the generated intermediate (the second
process) is much faster, since there was no kinetic
deuterium isotope effect, when p-Cl-C6D4OLi was used
instead of p-Cl-C6H4OLi (kox

H/kox
D ) 1.0 ( 0.1).26

The electrophilic aromatic substitution mechanism in
Scheme 6 was further supported by the Hammett analysis
(plot of log kobs vs Hammett constant σ+), which gave a
negative slope (Hammett F value) of -1.8.26 This value is
fairly close to the F value (-2.1) of the aromatic ligand
hydroxylation reaction of a (µ-η2:η2-peroxo)dicopper(II)
complex (A) in a dinuclear copper model system shown
in Scheme 7.27 Karlin and co-workers unambiguously
demonstrated that the aromatic ligand hydroxylation
involves the electrophilic aromatic substitution mecha-
nism.27

As has been demonstrated above, the oxidation of
neutral phenol by the Cu2–O2 complexes (A and B)
proceeds via a PCET mechanism, whereas the oxygenation
of phenolates by A involves an ionic mechanism (elec-
trophilic aromatic substitution mechanism). Moreover, the
reaction of the phenolates and B produced neither the
C–C coupling dimer nor the oxygenation product (cat-
echol). These results indicate that the one-electron reduc-
tion potentials (E°red) of A and B are lower than the one-
electron oxidation potentials (E°ox) of phenol(ate)s, even
though the accurate values of E°red have yet to be
determined. In the oxidation of neutral phenols, the initial
electron transfer from the phenol substrates to Cu2–O2

complexes may be energetically uphill, whereas the
subsequent proton transfer to generate the phenoxyl
radical may be highly downhill in rendering the overall
reaction to completion. In the case of phenolate sub-
strates, the electron transfer from the phenolate to the
Cu2–O2 complexes may also be uphill to prohibit forma-
tion of the phenoxyl radical, whereas the anionic reaction
(electrophilic aromatic substitution reaction) proceeds
much faster to oxygenate phenolates to catechols as
illustrated in Scheme 6. This may be the reason why
neutral phenols afforded the C–C coupling dimer whereas
phenolate substrates gave the oxygenation products,
catechols.

Monooxygenase Mechanism of Tyrosinase
Little had been known about the mechanistic details of
the monooxygenase (phenolase) activity of tyrosinase,
since the enzymatic reaction is very complicated involving
many fundamental catalytic processes (paths a–g in
Scheme 2) and is blinded by significant side reactions such
as nonenzymatic transformation of o-quinone products
to melanin pigments.6 To overcome such problems, we
have recently developed a simplified catalytic system of
mushroom tyrosinase using a borate buffer as the reaction
medium and NH2OH as the sacrificial reductant (Scheme
8).28 In this system, borate anion of the buffer solution
forms a stable complex with the primary oxygenation
product catechol29 to prevent its overoxidation to o-

Scheme 6

Scheme 7 Scheme 8
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quinone (paths d, e, and g in Scheme 2). This eventually
prohibits melanin pigment formation to simplify the
catalytic cycle significantly.28 In this case, however, no
reduction of met-tyrosinase [hydroxo-bridged dicopper(II)
resting state] to deoxy-tyrosinase [dicopper(I) form] (paths
d and g) proceeds because a native electron donor
(catechol) is absent due to the formation of the complex
with borate anion as mentioned above.28 Thus, NH2OH
was added as an external reductant to reconstruct the
reduction process from met-tyrosinase to deoxy-tyrosi-
nase.28 By using this simplified catalytic system, we have
succeeded in examining the oxygen atom-transfer process
from peroxo intermediate A to the phenol substrates (path
c) without the interference by the side reactions.28

The catalytic reaction was followed by monitoring the
O2 consumption rate (vapp) using an ordinary O2 electrode
to exhibit a Michaelis–Menten type saturation dependence
of vapp on the substrate concentration.28 Then, the kinetic
parameters (KM and Vmax) for several para-substituted
phenols were determined, and the log Vmax values of the
enzymatic reaction are plotted against Hammett σ+

together with the log kox values of the model reactions
(Figure 2).28

The log Vmax values of the enzymatic reactions increase
as the electron donor ability of the para substituents of
the substrates increases (Figure 2). This clearly indicates
that the peroxo intermediate of oxy-tyrosinase exhibits an
electrophilic nature as in the case of the model systems.26,27

More importantly, the F value of the Hammett plot of the
enzymatic reaction (-2.4) is fairly close to that of the
model reaction (-1.8) (Figure 2).26 Such a good agreement
of the Hammett F values between the enzymatic and
model reactions demonstrates clearly that the phenolase
reaction of tyrosinase proceeds via the same mechanism
as the model reactions, that is, an electrophilic aromatic
substitution mechanism (Scheme 6).28

Although the crystal structure of mushroom tyrosinase
is not yet available, the X-ray structure of bacterial

tyrosinase from Streptomyces castaneoglobisporus3a re-
ported by Sugiyama and co-workers gives us valuable
insight into the enzymatic reaction.3b Figure 3 shows the
active site structure of oxy-tyrosinase with a caddie protein
ORF378 (colored blue) which assists in the transportation
of two Cu(II) ions into the tyrosinase catalytic center.3a

As clearly seen in Figure 3, there is a large space for
substrate binding just above the Cu2–O2 core, which is
occupied by caddie protein ORF378 in the crystal.3a

Interestingly, a tyrosine residue (Tyr98) from the associ-
ated caddie protein extends into the active site pocket of
tyrosinase, suggesting a similar orientation of bound
substrate.3a In this case, the phenol moiety of Tyr98 is not
hydroxylated since its hydroxyl group is more than 3.4 Å
from the Cu2O2 unit, and a closer approach to the active
site is prevented by the attachment to the caddie protein.3a

This suggests that direct coordination of the substrate to
the copper ion is prerequisite for the monooxygenation
reaction as demonstrated by the model studies (Scheme
6).26 In other words, the enzymatic reaction involves an
ionic mechanism (electrophilic aromatic substitution
mechanism) rather than a PCET mechanism which does
not require direct coordination of phenols to copper of
A. One of the histidine ligands for copper may act as a
base to accept protons dissociated from the coordinated
substrate as suggested by Sugiyama and his co-workers
in their crystallographic studies on tyrosinase.3a They
suggested that His54, which has a flexibility of geometry,
is the most plausible candidate for that.3a,30

FIGURE 2. Plots of log Vmax [enzymatic reactions (b)] and log kox
[model reactions (O)] vs Hammett constants σ+ of the para
substituents. Reproduced from ref 28. Copyright 2003 American
Chemical Society.

FIGURE 3. Active site structure of bacterial tyrosinase from S.
castaneoglobisporus. Oxy form with caddie protein ORF378 (colored
blue) (PDB entry 1WX4).3a
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Monooxygenase Activity of Hemocyanin
The oxygen carrier protein hemocyanin is a large multi-
subunit protein whose structure varies significantly de-
pending on the source of the protein.31,32 Arthropod
hemocyanin subunits have an M of ∼75 kDa and associate
into oligomers of hexamers in vivo.31–33 On the other
hand, molluskan hemocyanin subunits contain seven or
eight oxygen-binding sites, termed functional units, having
an M of ∼400 kDa, which associate in multiples of 10 to
yield cylindrical supramolecular assemblies.31,32,34 Each
subunit (functional unit) involves a type 3 copper center
where O2 is bound as a side-on peroxo form.5 In contrast
to tyrosinase and catechol oxidase, hemocyanin itself
exhibits no redox reactivity toward external substrates in
spite of having the same side-on peroxo dicopper(II)
species (A).1,2,8

In this context, arthropod hemocyanins have recently
been demonstrated to exhibit catecholase activity (Scheme
1), when they are treated with NaClO4,35 hydrolytic
enzyme (trypsin or chymotrypsin),36,37 or an antimicrobial
peptide.38 In these cases, conformational changes and/
or partial hydrolysis of the protein may occur to open the
active site pocket, allowing incorporation of substrate.
However, mechanistic details about the enzymatic func-
tions of arthropod hemocyanins have yet to be addressed.
The redox reactivity of molluskan hemocyanin has been
investigated even less thoroughly.39

We have recently found that molluskan hemocyanin
from Octopus vulgaris exhibits phenolase (monooxyge-
nase) activity toward phenol substrates, when it is treated
with a typical denaturant urea.40 The peroxo speceis A of
oxy-hemocyanin, which is stable in the presence of a high
concentration of urea (8 M) under anaerobic conditions
(Ar) at 25 °C, readily reacts with phenols to give the
corrresponding catechols (oxygenated product) in a 0.5
M borate buffer solution.40 In the absence of urea, the
reaction proceeds much slower.40 In this case, the reaction
could be followed by monitoring the decay of peroxo
species A as shown in Figure 4, and the reactivities of
variously para-substituted phenols were kinetically exam-
ined as in the case of tyrosinase system. The plot of log
kapp vs the Hammett σ+ gave a linear correlation, from
which a Hammett F value was determined (-2.0). Notably,
this value is very close to the Hammett F value of the
phenolase reaction of mushroom tyrosinase (-2.4).40 This
indicates that the oxygenation of phenols by oxy-hemocy-
anin involves the same mechanism as the phenolase
reaction of tyrosinase, that is, an electrophilic aromatic
substitution mechanism. This mechasnim is consistent
with the absence of a kinetic deuterium isotope
effect [kapp(H)/kapp(D) ) 1.0] with deuterated substrate
p-ClC6D4OH.40

In contrast to the active site of tyrosinase (Figure 3),
there is not enough space for substrate binding in the
active site of octopus hemocyanin (Figure 5).5c In addition
to the six His residues (copper ligands), Phe2567, Phe2698,
Leu2830, and Thr2692 cover the Cu2O2 core of oxy-
hemocyanin. Added urea may induce a conformational

change in the protein matrix to move some of the amino
acid residues away, allowing the substrate approach and
binding.41

Concluding Remarks
The ortho-hydroxylation reaction of phenols to catechols
by (µ-η2:η2-peroxo)dicopper(II) complex A has been in-
vestigated in detail both in the model system and in the
native enzymatic system.16,26,28,40 It has been demon-
strated that, in both systems, coordination of phenolic
oxygen to one of the copper ions of the Cu2O2 core is
essential for inducing the transfer of the oxygen atom from
the peroxo complex A to the substrate via an electrophilic
aromatic substitution mechanism. In the model system,
however, coordination of neutral phenols to the copper
ion of A may not occur due to the weak nucleophilicity

FIGURE 4. Spectral change observed upon addition of p-cresol (16
mM) to Octopus hemocyanin (0.17 mM) in 0.5 M borate buffer (pH
9.0) containing 10% MeOH and 8 M urea at 25 °C under Ar. The
inset shows the time course of the absorption change at 348 nm.
Reproduced from ref 40. Copyright 2006 American Chemical
Society.

FIGURE 5. Active site structure of the Odg functional unit of oxy-
hemocyanin from Octopus dofleini (PDB entry 1JS8).5c
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of the phenol oxygen. Thus, proton-coupled electron
transfer (PCET) from the phenol to peroxo species A
occurs mainly to give phenoxyl radical species, thus
affording the C–C coupling dimer products.15,16 Once the
phenolic proton is removed to give phenolate, the coor-
dinative interaction of the substrate to copper becomes
possible for induction of formation of the C–O bond
between the peroxo ligand and the ortho carbon of the
substrate.26 No phenoxyl radical formation is observed in
the reaction of phenolates, probably because the oxidation
potentials of phenolates (E°ox) are higer than the reduction
potential of A (E°red).

In the active sites of tyrosianse and hemocyanin
(Figures 3 and 5), there seems to be no specific amino
acid residue which can act as a base to abstract a proton
from the phenol substrate. Nonetheless, hydrophobic and/
or π-π stacking interactions may help incorporation of
the phenol substrate to enhance its coordination of
phenolic oxygen to copper ion. In such a case, a released
proton may be accepted by one of the imidazole residues
of the copper ligands.3,30,42

Recently, Stack and co-workers demonstrated in their
model system that the coordination of phenolate to the
copper ion of (µ-η2:η2-peroxo)dicopper(II) complex A
induced homolytic cleavage of the O–O bond to give a
bis(µ-oxo)dicopper(III) species B, which may act as a real
active-oxygen species for the ortho-hydroxylation reac-
tion.43 They suggested that the C–O bond formation
process between the phenolate substrate and B also
involved an electrophilic ionic mechanism.43 It should be
noted, however, that the reaction of phenolate and the
bis(µ-oxo) species B itself generated by using ligand LPy1

did not result in the oxygenation reaction at all.26 The
bis(µ-oxo)dinickel(III) complex generated by using Karlin’s
m-XYL(py) ligand (see Scheme 7) did not afford the
aromatic ligand hydroxylation reaction, either.44 This
shows a sharp contrast to the (µ-η2:η2-peroxo)dicopper(II)
system supported by the same ligand (see Scheme 7).
Moreover, the DFT calculation studies on the tyrosinase
reaction have demonstrated that the cleavage of the O–O
bond of the side-on peroxo ligand of A in the enzymatic
system is very endothermic by 23 kcal/mol.45 This result
ruled out the possible contribution of B in the enzymatic
reaction.42,45 Thus, the involvement of bis(µ-oxo) species
in the aromatic hydroxylation reaction remains to be
examined in more detail.

We gratefully acknowledge the contributions of our co-workers
listed in the reference papers. We also thank the Ministry of
Education, Culture, Sports, Science and Technology, Japan, for the
continuous support.
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